with all treatments, but this effect was only significant after 24 h. A significant increase in 153 bifidobacteria population was observed after both 10 and 24 h for free GOS and for the 154 digested -LG:GOS conjugates. However, no significant differences in the growth of these 155 bacteria were observed between these samples. On the contrary, bifidobacteria did not show 156 a significant growth during incubation with the unconjugated digested β-LG. Regarding 157
Lactobacillus-Enterococcus group population, an increase during incubation with GOS, β-158
LG:GOS and β-LG at 24h of fermentation was observed, although no significant changes at 159 10h were detected. Counts of Bacteroides and Clostridium coccoides -Eubacterium rectal9 group were increased with all treatments, these changes being more notable for GOS and β-161
LG:GOS at 24 h and for β-LG:GOS at 10 and 24 h, respectively. On the other hand, 162
Clostridium histolyticum group clusters I, II, only showed significant differences at 24h of 163 fermentation with GOS and β-LG:GOS as compared to the control, whereas Atopobium 164 population did not showed significant differences during the fermentation in all treatments. 165
The bifidogenic in vitro response of the colonic microflora to GOS has been well 166 Table 2 . SCFA and lactic acid concentration (mM) in pH controlled cultures at 0, 10 and 24 hours of fermentation using GOS, β-303
LG:GOS and β-LG. 
